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 Accounts for over 90% of treatment failures in patients with metastatic breast cancer 

(Longley et al., 2005)

 Time-to-Progression (TTP) of 6-10 months (Cortes et al., 2007)

3



None has been successfully employed in the clinic to aid as 

predictive marker of docetaxel-response and -resistance 

(Camerini et a., 2011)
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 Tumor-suppressor in Hepatocellular Carcinoma (Zender et al., 2008, Takata et al., 2012)

 Upregulated in Mantle-Cell Lymphomas (Ghobrial et al., 2005)

 Increases the metastatic potential of breast cancer cells through activation of NFκB, 

and being regulated by NFκB itself (Shin et al., 2014)
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n = 54              48                      11               8

n = 49, 42, 39, 31     13,  9, 12, 5        
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n = 40, 32, 32, 29          21, 19, 18, 7       
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GEO gene expression data sets GSE21974 (Left) & GSE18728 (Right)

(n=31, p=0.028) (n=14, p=0.98) (n=13, p=0.05) (n=8, p=0.96)
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* denotes  P value < 0.05
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n = 600 (ER+ve patients)
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** denotes P value < 0.01, *** denotes  P value < 0.001
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* denotes  P value < 0.05, ** denotes P < 0.01, *** denotes P < 0.001

p-value=0.044 
n=51 
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